H1-hESC
HCT-116 POLR2A h HEK293 POLR2A ProgFib POLR2A Raji POLR2A SK-N-MC POLR2A U87 POLR2A
10 kb hg19 22,005,000 22,010,000 22,015,000 22,020,000 22,025,000
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